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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CKAP2L 150468 BC036217 NM_152515
About the gene

Official Symbol CKAP2L

Previous Symbol -

Official Full Name | cytoskeleton associated protein 2 like

Synonyms FLJ40629; radmis
Location 2ql4.1

Gene Type protein_coding

Uniprot ID QSIYA6

Pathway/Library Lung Cancer Growth Related Genes Library

The protein encoded by this gene is thought to be a mitotic spindle protein important to neural stem or
progenitor cells. Mutations in this gene have been associated with spindle organization defects, including
mitotic spindle defects, lagging chromosomes, and chromatin bridges. There is evidence that mutations in
this gene are associated with Filippi syndrome, characterized by growth defects, microcephaly, intellectual
disability, facial feature defects, and syndactyly. There is a pseudogene of this gene on chromosome 20.
Alternative splicing results in multiple transcript variants.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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